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3 <110> APPLICANT: Sheen, Jen 

4 Kovtun, Yelena 

5 Chiu, Wan-Ling 

7 <120> TITLE OF INVENTION: Transgenic Plants Expressing a MAPKKK Protein Kinase Domain 
9 <130> FILE REFERENCE: 00786/366003 

11 <140> CURRENT APPLICATION NUMBER: 10/643, 434A 

12 <141> CURRENT FILING DATE: 2003-09-19 

14 <150> PRIOR APPLICATION NUMBER: 09/371,338 

15 <151> PRIOR FILING DATE: 1999-08-10 

17 <150> PRIOR APPLICATION NUMBER: 60/095,938 

18 <151> PRIOR FILING DATE: 1998-08-10 
20 <160> NUMBER OF SEQ ID NOS : 24 

22 <170> SOFTWARE: Patentln version 3.3 

24 <210> SEQ ID NO: 1 

25 <211> LENGTH: 21 

26 <212> TYPE: DNA 

27 <213> ORGANISM: Artificial Sequence 

29 <220> FEATURE: 

30 <223> OTHER INFORMATION: Oligonucleotide Primer 

32 <400> SEQUENCE: 1 

33 ttgtctccca aagggagaca a 21 

36 <210> SEQ ID NO: 2 

37 <211> LENGTH: 21 

38 <212> TYPE: DNA 

39 <213> ORGANISM: Artificial Sequence 

41 <220> FEATURE: 

42 <223> OTHER INFORMATION: Oligonucleotide Primer 

44 <400> SEQUENCE: 2 

45 ttgtctccca aagggagata a 21 

48 <210> SEQ ID NO: 3 

49 <211> LENGTH: 27 

50 <212> TYPE: DNA 

51 <213> ORGANISM: Artificial Sequence 

53 <22 0> FEATURE: 

54 <223> OTHER INFORMATION: Oligonucleotide Primer 

56 <400> SEQUENCE: 3 

57 tctcgccgtc atgcaggttc tgattgc 27 

60 <210> SEQ ID NO: 4 

61 <211> LENGTH: 29 

62 <212> TYPE: DNA 

63 <213> ORGANISM: Artificial Sequence 

65 <220> FEATURE: 

66 <223> OTHER INFORMATION: Oligonucleotide Primer 
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68 <400> SEQUENCE: 4 

69 gcaatcagaa cctgcatgac ggcgagaag 29 

72 <210> SEQ ID NO: 5 

73 <211> LENGTH: 25 

74 <212> TYPE: DNA 

75 <213> ORGANISM: Artificial Sequence 

77 <220> FEATURE: 

78 <223> OTHER INFORMATION: Oligonucleotide Primer 

80 <400> SEQUENCE: 5 

81 tactcgctat aatggaggtt tcgat 25 

84 <210> SEQ ID NO: 6 

85 <211> LENGTH: 29 

86 <212> TYPE: DNA 

87 <213> ORGANISM: Artificial Sequence 

89 <220> FEATURE: 

90 <223> OTHER INFORMATION: Oligonucleotide Primer 

92 <400> SEQUENCE: 6 

93 cgcaatcgaa acctccatta tagcgagta 2 9 

96 <210> SEQ ID NO: 7 

97 <211> LENGTH: 661 

98 <212> TYPE: PRT 

99 <213> ORGANISM: Arabidopsis thaliana 
101 <400> SEQUENCE: 7 
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252 595 600 605 

255 Ala Leu Ser Glu lie Glu Lys Lys Trp Lys Glu Glu Leu Asp Gin Glu 

256 610 615 620 

259 Leu Glu Arg Lys Arg Gin Glu lie Met Arg Gin Ala Gly Leu Gly Ser 

260 625 630 635 640 

263 Ser Pro Arg Asp Arg Gly Met Ser Arg Gin Arg Glu Lys Ser Arg Phe 

264 645 650 655 

267 Ala Ser Pro Gly Lys 

268 660 

271 <210> SEQ ID NO: 8 

272 <211> LENGTH: 2155 
2 73 <212> TYPE: DNA 

2 74 <213> ORGANISM: Arabidopsis thaliana 

276 <400> SEQUENCE: 8 

277 cggctccgtt cgtcgatcgc ttgttttccg tccttcttcc gacgacgata accaggagaa 60 
279 ccagcctccg tttcccggtg ttctcgccga taagatcacc tcttgcatcc gcaaatcgaa 120 
281 gatttttatc aaaccctcct tctcgcctcc tcctcctgct aacactgtag acatggcacc 180 
283 tccgatttcg tggaggaaag gtcagttaat tggtcgcggc gcgtttggta cggtgtacat 240 
285 gggtatgaat cttgactccg gggagcttct cgccgtcaaa caggttctga ttgcagccaa 300 
287 ttttgcttcc aaggaaaaga ctcaggctca tattcaggag cttgaagaag aagttaagct 360 
289 tcttaaaaat ctctcccatc ctaatatagt tagatatttg ggtacagtga gggaagatga 420 
291 taccctgaat atccttctcg agtttgttcc cggtggatcg atatcatcgc tcttggagaa 480 
293 atttggacct tttcctgaat cagttgtccg gacatacaca aggcaactgc ttttagggtt 540 
295 ggagtacctg cacaatcatg caattatgca cagagacatt aagggggcta atatccttgt 600 
297 ggataataaa ggatgcatta agcttgctga ttttggtgca tccaaacaag tagctgagtt 660 
299 ggctacgatg actggtgcaa aatctatgaa agggacacca tattggatgg ctccggaagt 720 
301 tatccttcaa actggacata gcttctctgc tgacatatgg agcgtcggct gtacagttat 780 

3 03 tgaaatggtg actgggaagg ctccttggag tcagcagtat aaagaggttg ctgctatctt 840 
305 cttcatagga acaacaaaat cacatcctcc aatacctgat actctctcct ctgatgcaaa 900 
307 agattttctg ctcaagtgtc tgcaggaggt accaaatctg cggccaaccg catctgagct 960 
309 actaaagcat ccttttgtta tggggaaaca caaggagtct gcttctactg atcttggttc 1020 
311 tgtcctgaac aatcttagca ctccactacc gttacagata aataacacca agagcactcc 1080 
313 agattctact tgcgacgatg taggtgacat gtgtaacttt ggcagtttga attattcact 1140 
315 tgtagatcct gtgaaatcaa tccaaaacaa aaatttatgg caacaaaatg ataatggagg 1200 
317 tgatgaagac gatatgtgtt tgatagatga tgagaatttc ttgacatttg acggagaaat 12 60 
319 gagttctacc cttgaaaaag attgtcatct gaagaagagc tgtgatgaca taagtgatat 1320 
321 gtccattgct ttgaagtcca aatttgacga aagtcctggt aatggagaga aagagtctac 1380 
323 aatgagcatg gaatgtgacc aaccttcata ctcagaggat gatgatgagc tgaccgagtc 1440 
325 aaaaattaaa gctttcttag atgagaaggc tgcagatcta aagaagttac agactcctct 1500 
327 ctatgaagaa ttctacaata gtttgatcac attctctccc agttgtatgg agagtaattt 1560 
329 aagtaacagt aaaagagagg acactgctcg tggtttcctg aaactgcctc caaaaagcag 1620 
331 gtcaccgagt cggggccctc ttggtggttc accttcaaga gcaacagacg caactagttg 1680 
333 ttccaagagc ccaggaagtg gaggtagtcg tgaattgaat attaacaatg gaggtgatga 1740 
335 agcttcacag gatggtgtat cagcacgggt cacagactgg aggggcctcg ttgttgacac 1800 
337 taagcaggaa ttaagccagt gtgttgcttt gtcagagata gagaagaagt ggaaggaaga 1860 
339 gcttgatcaa gaactggaaa gaaagcgaca agaaatcatg cgccaagcag ggttgggatc 1920 
341 atccccaaga gacagaggca tgagccgaca gagagagaag tcgaggtttg catcaccagg 1980 
343 aaaatgactt gcacaaaaag tctccggctt tttgattttt gattgctcaa ctagtatata 2040 
345 tatctgtaac tcttatctcg ctgtgatgaa aagtagacac gaggtttggt ctgaatatat 2100 
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